Primary structure of avian H+/K(+)-ATPase beta-subunit.
A cDNA encoding a beta-subunit of the avian H+/K(+)-ATPase was cloned from a chicken stomach cDNA library, and its nucleotide sequence determined. A comparison between all the available sequence data for the beta-subunits of P-type ATPases reveals several evolutionarily conserved regions. Overall identity was 66% when compared with mammalian H+/K(+)-ATPase beta-subunits, 34% identity when compared with the Na+/K(+)-ATPase beta 2-subunits, and 33% identity when compared with the Na+/K(+)-ATPase beta 1-subunits.